ABSTRACT Here, we report the complete genome sequence of the pathogenic Aeromonas salmonicida subsp. masoucida strain RFAS1, isolated from black rockfish and showing signs of furunculosis. Sequencing with the PacBio platform yielded a circular chromosome of 4,783,004 bp and two plasmids (70,968 bp and 63,563 bp) harboring 4,411, 67, and 71 protein-coding genes, respectively.
protein [Flp] pilus [17] ), and four types of secretion systems, including T2SS and T6SS in the chromosome, T3SS in plasmid 2 (except toxic proteins such as AopH and AexT located in the chromosome), and T4SS in plasmid 1. Carbapenem-hydrolyzing metallobeta-lactamase (cphA5) (18) related to beta-lactam resistance genes was identified in the chromosome of strain RFAS1 by the Resistance Gene Identifier (RGI) in the Comprehensive Antibiotic Resistance Database (CARD). This is the first genome reported for A. salmonicida isolated from black rockfish. It can be useful for comparative studies in the future to understand its pathogenicity and host specificity. Accession number(s). The genome sequence reported here has been deposited at GenBank under the accession numbers CP017143 (chromosome), CP017144 (plasmid 1), and CP017145 (plasmid 2).
